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Figure S1 Detection of EZR-ROS1 genomic breakpoint junction.

Electropherogram for Sanger sequencing of genomic fragments encompassing the EZR-ROS1
breakpoint junction of LCY66 tumor. Genomic PCR products amplified by the EZR-e10-CF1 and

ROS1-e34-CR1 primers were directly sequenced using the EZR-e10-CF1 primer. Numbers above
the electropherogram indicate genomic position in chromosome 6 (human genome build 37.3). A

genomic fragment of 35 bp of EZR intron 10 was inverted within the intron before the fusion to ROS1

intron 33.

Primers:

EZR-e10-CF1l: GAAAAGGAGAGAAACCGTGGAG
ROS1-e34-CR1: TCAGTGGGATTGTAACAACCAG



